
SEQUENCE LISTING 



DRMATION: 




(P 




i)7 APPLICANT: Hu, Jing-Shan 

Olsen, Henrik S 
Rosen, Craig A 

ii) TITLE OF INVENTION: Human Vascular Endothelial Growth Factor 
3 

(iii) NUMBER OF SEQUENCES: 6 



(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Carella, Byrne, /Bain, Gilfillan, Cecchi, 
Stewart & Olstein 

(B) STREET: 6 Becker Farm Roc 

(C) CITY: Roseland 

(D) STATE: NJ 

(E) COUNTRY: USA 

(F) ZIP: 07068-1739 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: EC -DOS /MS -DOS 

(D) SOFTWARE: Patentln/Release #1.0, 



<vi) CURRENT APPLICATION D^ r 
(A) APPLICATION NUMBER 



n/Rele 
ST A : 



Version #1.30 



08/469, 641 

(B) FILING DATE: 0 6 -£"UN- 19 9 5 

(C) CLASSIFICATION: 



(viii) ATTORNEY /AGENT INFORMATION: 

(A) NAME: Ferraro/ Gregory D 

(B) REGISTRATION NUMBER: 36,134 

(C) REFERENCE /DOCKET NUMBER: 325800-463 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: /2 0 1- 994 - 17 0 0 

(B) TELEFAX: 201-994-1744 



( 2 ) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH:/ 666 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : not relevant 

(D) TOPOLOGY: linear 



(ii) MOLECULE /TYPE: cDNA 



(ix) FEATURE 

(A) NAME/KEY: CDS 

(B) LOCATION: 1..666 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 
ATG AGA AGG /TGT AGA ATA AGT GGG AGG CCC CCG GCG CCC CCC GGT GTC 



48 



1 




Met Arg Arg Cys Arg lie Ser Gly Arg Pro Pro Aya Pro Pro Gly Val 
1 5 10/15 

fcc GCC CAG GCC CCT GTC TCC CAG CCT GAT GCCj/CCT GGC CAC CAG AGG 9 6 

ro Ala Gin Ala Pro Val Ser Gin Pro Asp Ala Pro Gly His Gin Arg 
20 25 / 30 



/ 



AAA GTG GTG TCA TGG ATA GAT GTG TAT ACT CGC GCT ACC TGC CAG CCC 144 
Lys Val Val Ser Trp lie Asp Val Tyr Thr/Arg Ala Thr Cys Gin Pro 
35 40 / 45 

CGG GAG GTG GTG GTG CCC TTG ACT GTG g/g CTC ATG GGC ACC GTG GCC 192 
Arg Glu Val Val Val Pro Leu Thr Val G'lu Leu Met Gly Thr Val Ala 
50 55 / 60 

AAA CAG CTG GTG CCC AGC TGC GTG ACt/gTG CAG CGC TGT GGT GGC TGC 240 
Lys Gin Leu Val Pro Ser Cys Val Thr Val Gin Arg Cys Gly Gly Cys 
65 70 / 75 80 



/ 



TGC CCT GAC GAT GGC CTG GAG TGT GTG CCC ACT GGG CAG CAC CAA GTC 2 88 

Cys Pro Asp Asp Gly Leu Glu Cys Val Pro Thr Gly Gin His Gin Val 
85 / 90 95 



CGG ATG CAG ATC CTC ATG ATC CGG' TAC CCG AGC AGT CAG CTG GGG GAG 33 6 

Arg Met Gin lie Leu Met lie Arg Tyr Pro Ser Ser Gin Leu Gly Glu 
100 I 105 110 

ATG TCC CTG GAA GAA CAC AGC GAG TGT GAA TGC AGA CCT AAA AAA AAG 3 84 

Met Ser Leu Glu Glu His Ser <£ln Cys Glu Cys Arg Pro Lys Lys Lys 

115 /L20 125 

GAC AGT GCT GTG AAG CCA GAQ AGG GCT GCT ACT CCC CAC CAC CGT CCC 432 

Asp Ser Ala Val Lys Pro Asp Arg Ala Ala Thr Pro His His Arg Pro 
130 12jS 140 

CAG CCC CGT TCT GTT CCG GGC TGG GAC TCT GCC CCC GGA GCA CCC TCC 480 

Gin Pro Arg Ser Val Pro Gly Trp Asp Ser Ala Pro Gly Ala Pro Ser 

145 150 / 155 160 



150 / 

CAA' t 
Slii 

/ 



CCA GCT GAC ATC ACC CAA' TCC CAC TCC AGC CCC AGG CCC CTC TGC CCA 52 8 

Pro Ala Asp lie Thr Gin Ser His Ser Ser Pro Arg Pro Leu Cys Pro 
165 / 170 175 



CGC TGC ACC CAG CAC GAC CAG TGC CCT GAC CCC CGG ACC TGC CGC TGC 57 6 

Arg Cys Thr Gin His His Gin Cys Pro Asp Pro Arg Thr Cys Arg Cys 
180 / 185 190 



CGC 


TGT 


CGA 


CGC 


CGC' 


AGC 


TTC 


CTC 


CGT 


TGT 


CAA 


GGG 


CGG 


GGC 


TTA 


GAG 


624 


Arg 


Cys 


Arg 
195 


Arg 


Arg 

a/c 


Ser 


Phe 


Leu 
200 


Arg 


Cys 


Gin 


Gly 


Arg 
205 


Gly 


Leu 


Glu 




CTC 


AAC 


CCA 


GAC 




TGC 


AGG 


TGC 


CGG 


AAG 


CTG 


CGA 


AGG 


TGA 






666 


Leu 


Asn 
210 


Pro 


Asp 


Thr 


Cys 


Arg 
215 


Cys 


Arg 


Lys 


Leu 


Arg 
220 


Arg 


* 









(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

,(A) LENGTH: 222 amino acids 
((B) TYPE: amino acid 
(D) TOPOLOGY: linear 




(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Met Arg Arg Cys Arg lie Ser Gly Ai/g Pro Pro Ala Pro Pro Gly Val 
1 5 / 10 15 

Pro Ala Gin Ala Pro Val Ser Gin Pro Asp Ala Pro Gly His Gin Arg 
20 I 25 30 

Lys Val Val Ser Trp lie Asp Vai Tyr Thr Arg Ala Thr Cys Gin Pro 
35 4y6 45 

Arg Glu Val Val Val Pro Leu Thr Val Glu Leu Met Gly Thr Val Ala 
50 55 / 60 

Lys Gin Leu Val Pro Ser Cys /Val Thr Val Gin Arg Cys Gly Gly Cys 
65 V 70 / 75 80 

Cys Pro Asp Asp Gly Leu Glu Cys Val Pro Thr Gly Gin His Gin Val 
85 / 90 95 



/ 



Arg Met Gin lie Leu Met I/le Arg Tyr Pro Ser Ser Gin Leu Gly Glu 

100 / 105 110 

Met Ser Leu Glu Glu His /Ser Gin Cys Glu Cys Arg Pro Lys Lys Lys 
115 / 120 125 

Asp Ser Ala Val Lys Pro Asp Arg Ala Ala Thr Pro His His Arg Pro 
130 / 135 140 



/ 



Gin Pro Arg Ser Val Pro Gly Trp Asp Ser Ala Pro Gly Ala Pro Ser 
145 l/50 155 160 

Pro Ala Asp lie Thr Gin Ser His Ser Ser Pro Arg Pro Leu Cys Pro 
165/ 170 175 

Arg Cys Thr Gin His His Gin Cys Pro Asp Pro Arg Thr Cys Arg Cys 
180 I 185 190 

Arg Cys Arg Arg Arg Ser Phe Leu Arg Cys Gin Gly Arg Gly Leu Glu 
195 I 200 205 

Leu Asn Pro Asp yThr Cys Arg Cys Arg Lys Leu Arg Arg * 
210 / 215 220 



( 2 ) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 
(A)/ LENGTH: 29 base pairs 
{By TYPE: nucleic acid 
(C/) STRANDEDNESS : not relevant 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(xi) /SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 
GCATGGATCC CAGCCTGATG CCCCTGGCC 2 9 



(2) INFORMATION FOR SEQ ID NO : U 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base /pairs 

(B) TYPE: nucleic afcid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY : linefar 

(ii) MOLECULE TYPE: DNft (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 
GCATTCTAGA CCCTGCTGAG TCTGAAAAGC 
(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH/ 29 base pairs 

(B) TYPE: /nucleic acid 

(C) STRANDEDNESS: not relevant 

(D) TOPOLOGY: linear 

(ii) MOLECULE yTYPE : DNA (genomic) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 
GACTGCATGC AC C AX3 AGG AA AGTGGTGTC 
(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 
(A)' LENGTH: 29 base pairs 
(B/i TYPE: nucleic acid 
(G) STRANDEDNESS: not relevant 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 



(Xi)/SEQUENCE DESCRIPTION: SEQ ID NO 
GACTAGATCT CCTTCGCAGC TTCCGGCAC 



